atttttttaa tgtcatattc atctgg' 
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ttaaaaaaaa aaaaaaaaaa aa 



<210> 19 

<211> 985 

<212> DNA 

<213> Homo sapiens 

<400> 19 



ttgccaggca 


tttaagaata 


3780 


accaatgagt 


acccgacccg 


3840 


ggaaatataa 


tttgagaata 


3900 


ttttacatgt 


aaacaatgaa 


3960 


gtgtctgcca 


tacatgttaa 


4020 


tgtatatatg 


tgcctcacac 


4080 


agtgacattt 


aatgtttctc 


4140 


ggaaagtaag 


ggaaaaactt 


4200 


gtatgaatga 


aaggattgat 


4260 


aataaattga 


tagctaccat 


4320 






4342 



gccaagaatt 


cggcacgagg 


agtgggtatc 


tgagttagtc 


agttttacca 


tttataaaat 


60 


gtttggtgga 


ggaaattgaa 


actaattgct 


aaattgttag 


taaccagtgc 


attaactagg 


120 


accctactga 


gtggactgaa 


agaatcgaaa 


atgtttaact 


ggttgagagg 


caatgatgtt 


180 


gcaaatgggg 


tattcttcaa 


agctccttct 


ttttttaaat 


cttcaaaggc 


aattattctg 


240 


aatgtaaact 


acagaccaaa 


ttgcagtctt 


ctgtaagcat 


ttcagagatt 


acctcaaata 


300 


ttttttgatt 


aaaaaactct 


tccgtggtct 


tttgtgcttc 


agaactaccc 


agtacaacag 


360 


ggtcttcagc 


ctgctcagga 


tctctaaaga 


gagctagcac 


acagtcagcc 


aactttggct 


420 


gcttcaactc 


ctaggaacaa 


gaaatgatgc 


tgagataatt 


tgtctggcag 


gtattatcag 


480 


cccacaatga 


ctgctgtcat 


ttagcctcaa 


aatgtttatt 


ttttttttta 


caatgctgta 


540 


tttctttaga 


accttcctat 


tccgagtgtg 


gaccctaggc 


cagccccata 


gacttcccct 


600 


ggggacttgt 


cagaaatgca 


taattttagg 


ccccacccca 


gacctgttgg 


accagaatct 


660 


tcatttaaca 


agatgcccag 


gtgattcatt 


catgtttgag 


aagctctgct 


ttaaatcact 


720 


aaagcagtta 


ctgagtaatt 


actaccatca 


tgactctgaa 


gagctcctat 


agccttcaaa 


780 


tgcacctaac 


tctactctaa 


aggcaaatgt 


cctcactggg 


aaatctgatc 


tgctgtttca 


840 


gagaagtgca 


gggctacaca 


gtgtcttaca 


ctcctatcta 


ttgatgtttc 


ttggttttgc 


900 
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ctggtaatct gctgcttaaa tggattattt gatgacatat tgatattaaa acagtcctat 
ttttagaaaa aaaaaaaaaa aaaaa 



960 
985 



<210> 20 

<211> 6 

<212> PRT 

<213> Artificial 

<220> 

<223> Repeated unit in SEQ ID NO:l 
<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> Xaa is Asp or Ser 



<400> 20 

Gly Gly Xaa Phe Gly Gly 
1 5 

<210> 21 

<211> 551 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Met Ala Glu Gly Glu Asn Glu Val Arg Trp Asp Gly Leu Cys Ser Arg 
15 10 15 

Asp Ser Thr Thr Arg Glu Thr Ala Leu Glu Asn lie Arg Gin Thr lie 
20 25 30 

Leu Arg Lys Thr Glu Tyr Leu Arg Ser Val Lys Glu Thr Pro His Arg 
35 40 45 

Pro Ser Asp Gly Leu Ser Asn Thr Glu Ser Ser Asp Gly Leu Asn Lys 
50 55 60 

Leu Leu Ala His Leu Leu Met Leu Ser Lys Arg Cys Pro Phe Lys Asp 
65 70 75 80 

Val Arg Glu Lys Ser Glu Phe lie Leu Lys Ser lie Gin Glu Leu Gly 
85 90 95 

lie Arg lie Pro Arg Pro Leu Gly Gin Gly Pro Ser Arg Phe lie Pro 
100 105 110 

Glu Lys Glu lie Leu Gin Val Gly Ser Glu Asp Ala Gin Met His Ala 
115 120 125 

Leu Phe Ala Asp Ser Phe Ala Ala Leu Gly Arg Leu Asp Asn lie Thr 
130 135 140 
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Leu Val Met Val Phe His Pro Gin Tyr Leu Glu Ser Phe Leu Lys Thr 
145 150 155 160 



Gin His Tyr Leu Leu Gin Met Asp Gly Pro Leu Pro Leu His Tyr Arg 
165 170 175 

His Tyr lie Gly lie Met Ala Ala Ala Arg His Gin Cys Ser Tyr Leu 
180 185 190 

Val Asn Leu His Val Asn Asp Phe Leu His Val Gly Gly Asp Pro Lys 
195 200 205 

Trp Leu Asn Gly Leu Glu Asn Ala Pro Gin Lys Leu Gin Asn Leu Gly 
210 215 220 

Glu Leu Asn Lys Val Leu Ala His Arg Pro Trp Leu lie Thr Lys Glu 
225 230 235 240 

His lie Glu Gly Leu Leu Lys Ala Glu Glu His Ser Trp Ser Leu Ala 
245 250 255 

Glu Leu Val His Ala Val Val Leu Leu Thr His Tyr His Ser Leu Ala 
260 265 270 

Ser Phe Thr Phe Gly Cys Gly lie Ser Pro Glu lie His Cys Asp Gly 
275 280 285 

Gly His Thr Phe Arg Pro Pro Ser Val Ser Asn Tyr Cys lie Cys Asp 
290 295 300 

lie Thr Asn Gly Asn His Ser Val Asp Glu Met Pro Val Asn Ser Ala 
305 310 315 320 

Glu Asn Val Ser Val Ser Asp Ser Phe-, Phe Glu Val Glu Ala Leu Met 
325 330 335 

Glu Lys Met Arg Gin Leu Gin Glu Cys Arg Asp Glu Glu Glu Ala Ser 
340 345 350 

Gin Glu Glu Met Ala Ser Arg Phe Glu lie Glu Lys Arg Glu Ser Met 
355 360 365 

Phe Val Phe Ser Ser Asp Asp Glu Glu Val Thr Pro Ala Arg Ala Val 
370 375 380 

Ser Arg His Phe Glu Asp Thr Ser Tyr Gly Tyr Lys Asp Phe Ser Arg 
385 390 395 400 

His Gly Met His Val Pro Thr Phe Arg Val Gin Asp Tyr Gin Trp Glu 
405 410 415 

Asp His Gly Tyr Ser Leu Val Asn Arg Leu Tyr Pro Asp Val Gly Gin 
420 425 430 

Leu lie Asp Glu Lys Phe His lie Ala Tyr Asn Leu Thr Tyr Asn Thr 
435 440 445 
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Met Ala Met His 
450 

Trp Asn Tyr lie 
465 

Tyr Gly Glu lie 



Lys Thr Val Val 
500 

Ser Phe Trp Arg 
515 

Leu Leu lie Glu 
530 

Ala lie Thr Arg 
545 



Lys Asp Val Asp 
455 

His Cys Met Phe 
470 

Asn Gin Leu Leu 
485 

Cys Thr Pro Glu 



Gin Phe Lys His 
520 

Ala Arg Met Gin 
535 

Tyr Met Thr 
550 



Thr Ser Met Leu 
460 

Gly lie Arg Tyr 
475 

Asp Arg Ser Phe 
490 

Lys Val Thr Lys 
505 

Ser Glu Lys Val 



Ala Glu Leu Leu 
540 



Arg Arg Ala lie 



Asp Asp Tyr Asp 
480 

Lys Val Tyr lie 
495 

Arg Met Tyr Asp 
510 

His Val Asn Leu 
525 

Tyr Ala Leu Arg 
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